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CLAIMS 



What is claimed is: 



A method for identirang an agent which binds to a protein comprising an amino 
acid sequence of SEQ ID NO:49 or SEQ ID NO:53, comprising the steps of 
contacting the agent with the isolated protein under conditions appropriate for 
binding of the agent to th^ isolated protein, and detecting a resulting agent- 
protein complex. 




The method of Clapn 1 wherein the step of contacting the agent with isolated 
protein is performed in an artificial membrane system. 



aina'l whe 



10 3. The method of Claim'l wherein tyie isolated protein is in isolated plasma 
membrane. f 

4. A method for identifying an agent wmch inhibits interaction between an isolated 
protein comprising amino acid sequence SEQ ID NO:49, or SEQ ID NO:53, and 
further comprising a ligand of said prorpin, comprising: 
15 (a) combining: 

( 1 ) said isolated protein; 

(2) the ligand of said protein; Aid 

(3) a candidate agent to be assessed for its ability to inhibit 
interaction between said protein of (1) and the ligand of (2), 

2 0 under conditions appropriate for interaction between the said 

protein of (1) and the ligand ofi(2); 

(b) determining the extent to which said piptein of (1) and the ligand of (2) 
interact; and 

(c) comparing the extent determined in (b) \fcith the extent to which 
2 5 interaction of said protein of (1) and the ligand of (2) occurs in the 
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5. 

10 6. 

a 7. 

fU 15 



20 



8. 

25 



absencetof the candidate agent to be assessed and under the same 
conditions; appropriate for interaction of said protein of (1) with the 
ligand of (X); 

wherein if the extern to which interaction of said protein of (1) and the ligand of 
(2) occurs is less in me presence of the candidate agent than in the absence of the 
candidate agent, the candidate agent is an agent which inhibits interaction 
between said protein and the ligand of said protein. 



The method of Claim 4 wherein (a) is performed in an artificial membrane 
system. \ 



The method of Clajm 4 whetefii^aid isolated protein is in isolated plasma 
membrane. \ 

A method for identifying an agent Which binds to a protein, said protein encoded 
by (1) a polynucleotide comprising a nucleotide sequence which encodes a 
naturally occurring allelic variant of a polypeptide consisting of the amino acid 
sequence of FATP2, wherein said polynucleotide hybridizes to a complement of 
* a polynucleotide consisting of SEQ ED NO:48 under high stringency conditions, 
or by (2) a polynucleotide comprising a nucleotide sequence which encodes a 
naturally occurring allelic variant of a polypeptide consisting of the amino acid 
sequence of FATP4, wherein said polynucleotide hybridizes to a complement of 
a polynucleotide consisting of SEQ ID N0352 under high stringency conditions, 
comprising the steps of isolating the proteini contacting the agent with the 
isolated protein under conditions appropriate\for binding of the agent to the 
isolated protein, and detecting a resulting agemt-protein complex. 



The method of Ci&m 7 wherein the step of contacting the agent with the isolated 
protein is performed in an artificial membrane system. 
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9. The method of $£im 7 wherein the isolated protein is in isolated plasma 
membrane. 

1 0. A method for identifying an agent which inhibits interaction between (1) an 
isolated protein, said prWin being encoded by (i) a polynucleotide comprising a 

5 nucleotide sequence which encodes a naturally occurring allelic variant of a 

polypeptide consisting of the amino acid sequence of FATP2, wherein said 
polynucleotide hybridizes td a complement of a polynucleotide consisting of 
SEQ ID NO:48 under high stringency conditions, or by (ii) a polynucleotide 
having a nucleotide sequence Which encodes a naturally occurring allelic variant 
10 of a polypeptide consiting of the amino acid sequence of FATP4, wherein said 



polynucleotide hybridizes to a complement of a polynucleotide consisting of 

tigenc 

I 



SEQ ED NO:52 under high stringency conditions and (2) a ligand of said protein, 



comprising: 

(a) combining: \ 
15 ( 1 ) said isolated protein;^ 

(2) the ligand of said protein; and 

(3) a candidate agent to be assessed for its ability to inhibit 
interaction between said protein of (1) and the ligand of (2), 
under conditions appropriate for interaction between said protein 

2 0 of ( 1 ) and the ligand of (2); 

(b) determining the extent to which s^id protein of (1 ) and the ligand of (2) 
interact; and 

(c) comparing the extent determined in\(b) with the extent to which 
interaction of said protein of (1) andtthe ligand of (2) occurs in the 

2 5 absence of the candidate agent to be Assessed and under the same 

conditions appropriate for interaction Af said protein of (1) with the 
ligand of (2); 

wherein if the extent to which interaction of saiA protein of (1) and the ligand of 
(2) occurs is less in the presence of the candidate\agent than in the absence of the 
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candidate agent, the candidate agent is an agent which inhibits interaction 
between said pWein and the ligand of said protein. 

11. The method of C^m 1 0 wherein (a) is performed in an artificial membrane 
system. 

5 12. The method of Clalm\o wherein said isolated protein is in isolated plasma 
membrane. 

13. A method for identifying ah agent which binds to a protein encoded by a nucleic 
acid encoding a fatty acid triasport protein comprising an amino acid sequence 
sharing at least about 95% amino acid sequence similarity with the amino acid 

1 o sequence in SEQ ID NO:49, oFSEQ ID NO:53 comprising the steps of isolating 

the protein, contacting the agent with the isolated protein under conditions 
appropriate for binding of the agfent to the isolated protein, and detecting a 
resulting agent-protein complex. 

14. The method of C]^mA3 wherein thk step of contacting the agent with isolated 
1 5 protein is performed in an artificial membrane system. 




15. The method of Claim/fl wherein the isolated protein is in isolated plasma 
membrane. 

16. A method for identifying an agent which inhibits interaction between (i) an 
isolated protein encoded by a nucleic acid encoding a fatty acid transport protein 

2 0 comprising an amino acid sequence sharing at least about 90% amino acid 

sequence similarity with the amino acid sequence in SEQ ID NO:49, or (ii) a 
protein encoded by a nucleic acid encoding a faW acid transport protein 
comprising an amino acid sequence sharing at least about 90% amino acid 
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15 



(b) 
(c) 



(2) 
(3) 



sequenceVmilarity with the amino acid sequence in SEQ ID NO:53 and a ligand 
of said protein, said method comprising: 
(a) combining: 

(1) \said isolated protein; 

le ligand of said protein; and 

a tandidate agent to be assessed for its ability to inhibit 
interaction between said protein of (1) and the ligand of (2), 
under conditions appropriate for interaction between the said 
protein of (1) and the ligand of (2); 
determining th\ extent to which said protein of (1) and the ligand of (2) 
interact; and 

comparing the JsSent determined in (b) with the extent to which 
interaction of saidWotein of (1) and the ligand of (2) occurs in the 
absence of the candidate agent to be assessed and under the same 
conditions appropriate for interaction of said protein of (1) with the 
ligand of (2); 

wherein if the extent to whichWeraction of said protein of (1) and the ligand of 
(2) occurs is less in the presenceof the candidate agent than in the absence of the 
candidate agent, the candidate agent is an agent which inhibits interaction 



20 



s 



between said protein and the ligand of said protein 



17. The method of Clajih 16 wherein (a\is performed in an artificial membrane 
system. 



18. The method of Claim 1 6 wherein said isolated protein is in isolated plasma 
membrane. 



2 5 19. A method for identifying an agent which isW inhibitor of fatty acid uptake by 
(i) a protein encoded by a polynucleotide comprising a nucleotide sequence 
which encodes a protein consisting of the ammo acid sequence in SEQ ID 
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NO:49, or bA(ii) a protein encoded by a polynucleotide comprising a nucleotide 
sequence which encodes a protein consisting of the amino acid sequence in SEQ 
ID NO:53, comprising the steps of: 

a) maintaining test cells expressing said polynucleotide in the presence of a 
5 fatty acid and an agent to be tested as an inhibitor of fatty acid uptake; 

b) measuringViptake of the fatty acid in the test cells; and 

c) comparing Wake of the fatty acid in the test cells with uptake of the 
fatty acid in suitable control cells; 

wherein lower uptakeW the fatty acid in the test cells compared to uptake of the 
1 o fatty acid in the control^cells is indicative that the agent is an inhibitor of fatty 

acid uptake by said protein. 



20. An inhibitor of fatty acid uptake identified by the method of Cl^ffii 1 9 





2 1 . The method of Cl^im 1 9 further comprising the steps of: 

a) administering the agent to one or more test animals; 
15 b) measuring exogenously supplied fatty acids in one or more samples of 

tissue or bodily fluid from said test animals; 

c) measuring exogenously Supplied fatty acids in one or more comparable 
samples of tissue or bodily fluid from suitable control animals; 

d) comparing the fatty acids W b) with the fatty acids of c); 

2 0 whereby, lower fatty acids in step than in step c) is indicative that the agent is 

an inhibitor of said protein. 

22. An inhibitor of fatty acid uptake identified by the method of Ckjifn 21. 

23. A method for identifying an agent which is an inhibitor of fatty acid uptake by a 
protein, said protein encoded by (i) a polynucleotide comprising a nucleotide 

2 5 sequence which encodes a naturally occurring allelic variant of a polypeptide 

consisting of the amino acid sequence of FATP2, wherein said polynucleotide 
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hybridizes to\ complement of a polynucleotide consisting of SEQ ID NO:48 
under high stringency conditions, or by (ii) a polynucleotide comprising a 
nucleotide sequence which encodes a naturally occurring allelic variant of a 
polypeptide consisting of the amino acid sequence of FATP4, wherein said 
5 polynucleotide hy Hridizes to a complement of a polynucleotide consisting of 

SEQ ID NO:52 undfer high stringency conditions, comprising the steps of: 

a) maintaining test cells expressing said polynucleotide in the presence of a 
fatty acid and an agent to be tested as an inhibitor of fatty acid uptake; 

b) measuring uptake of the fatty acid in the test cells; and 

10 c) comparing uptaka of the fatty acid in the test cells with uptake of the 

fatty acid in suitabk control cells; 
wherein lower uptake of thlfatty acid in the test cells compared to uptake of the 
fatty acid in the control cellsys indicative that the agent is an inhibitor of fatty 
acid uptake by said protein. 

1 5 24 An inhibitor of fatty acid uptak^identified by the method of Cl^n 23 . 

/ \ 

25. The method of Claim 23 further comprising the steps of: 

a) administering the agent to ori^ or more test animals; 

b) measuring exogenously supplied fatty acids in one or more samples of 
tissue or bodily fluid from saidttest animals; 

2 0 c) measuring exogenously supplied fatty acids in one or more comparable 

samples of tissue or bodily fluid from suitable control animals; 
d) comparing the fatty acids of b) witji the fatty acids of c); 
whereby, lower fatty acids 
an inhibitor of said protein, 

2 5 26. An inhibitor of fatty acid uptake identified by \he method of CJatfn 25 . 



whereby, lower fatty acids in step b) than in step c) is indicative that the agent is 
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27. 



10 



15 



A method foAidentifying an agent which is an inhibitor of fatty acid uptake by a 
protein, said prWn being encoded by (i) a nucleic acid encoding a fatty acid 
transport protein Comprising an amino acid sequence sharing at least about 95% 
amino acid sequence similarity with the amino acid sequence in SEQ ID NO:49 
or by (ii) a nucleic aodd encoding a fatty acid transport protein comprising an 
amino acid sequence sharing at least about 95% amino acid sequence similarity 
with the amino acid sequence in SEQ ED NO:53, comprising the steps of: 
a) maintaining test Alls expressing said polynucleotide in the presence of a 
fatty acid and an agfent to be tested as an inhibitor of fatty acid uptake; 
measuring uptake ofuie fatty acid in the test cells; and 
comparing uptake of tfta fatty acid in the test cells with uptake of the 
fatty acid in suitable coimGfl cells; 
wherein lower uptake of the fatty\acid in the test cells compared to uptake of the 
fatty acid in the control cells is indicative that the agent is an inhibitor of fatty 
acid uptake by said protein. 



b) 
c) 



28. An inhibitor of fatty acid uptake identified by the method of C\p*m 27 



29. 



20 



25 



The method of Cl^im 27 further comprising the steps of: 
a) administering the agent to one or more test animals; 

measuring exogenously supplied fatty acids in one or more samples of 
tissue or bodily fluid from said test animals; 

measuring exogenously supplied fatty acids in one or more comparable 
samples of tissue or bodily fluid from suitable control animals; 
comparing the fatty acids of b) with the mtty acids of c); 
whereby, lower fatty acids in step b) than in step is indicative that the agent is 
an inhibitor of said protein. 



b) 
c) 
d) 



30. An inhibitor of fatty acid uptake identified by the method of ClajjaflT27 
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31. A method fok identifying an agent which is an inhibitor of (i) a protein encoded 
by a polynucleotide comprising a nucleotide sequence which encodes a protein 
comprising theWino acid sequence in SEQ ID NO:49 or (ii) a protein encoded 
by a polynucleotide comprising a nucleotide sequence which encodes a protein 
5 comprising the aAino acid sequence in SEQ ID NO:53, comprising the steps of: 

(a) introducingVnto host cells one or more vectors comprising a 
polynucleotide expressing said protein; 

(b) culturing a first aliquot of the host cells with fatty acid substrate of said 
protein and witM\an agent being tested as an inhibitor of said protein; 

1 o (c) culturing a second aliquot of the host cells with fatty acid substrate of 

said protein; \ 
(d) measuring, in the ffiwt^ and second aliquots, uptake of the fatty acid 

substrate of the host cells; 
wherein less uptake of the fatty acid substrate in the first aliquot compared to 
1 5 the second aliquot is indicative, that the agent is an inhibitor of said protein. 




32. The method of Chjkft 3 1 further comprising the steps of: 

a) administering the agent to one or more test animals; 

b) measuring exogenously supphed fatty acids in one or more samples of 
tissue or bodily fluid from suitable control animals; 

2 0 c) measuring exogenously supplied fatty acids in one or more comparable 

samples of tissue or bodily fluid from suitable control animals; and 
d) comparing the fatty acids of b) with the fatty acids of c); 
whereby, lower fatty acids in step b) than^n step c) is indicative that the agent is 
an inhibitor of said protein. 



25 33. A method for identifying an agent which is an inhibitor of a protein, said protein 
being encoded by (i) a polynucleotide comprising a nucleotide sequence which 
encodes a naturally occurring allelic variant of^ polypeptide consisting of the 
amino acid sequence of FATP2, wherein said polynucleotide hybridizes to a 
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complementW a polynucleotide consisting of SEQ ID NO:48 under high 
stringency conditions, or by (ii) a polynucleotide comprising a nucleotide 
sequence whicll encodes a naturally occurring allelic variant of a polypeptide 
consisting of thd amino acid sequence of FATP4, wherein said polynucleotide 
5 hybridizes to a complement of a polynucleotide consisting of SEQ ID NO: 52 

under high stringency conditions, comprising the steps of: 

(a) introducinAinto host cells one or more vectors comprising a 
polynucleotide expressing said protein; 

(b) culturing a first aliquot of the host cells with fatty acid substrate of said 

1 o protein and with an agent being tested as an inhibitor of said protein; 

(c) culturing a seco#4 aliquot of the host cells with fatty acid substrate of 
said protein; 

(d) measuring, in the ferst and second aliquots, uptake of the fatty acid 
substrate of the hos\ cells; 

1 5 wherein less uptake of the fatty acid substrate in the first aliquot compared to 

the second aliquot is indicative that the agent is an inhibitor of said protein. 

34. The method of C\fm 33 furtheAcomprising the steps of: 

a) administering the agent taone or more test animals; 

b) measuring exogenously supplied fatty acids in one or more samples of 

2 o tissue or bodily fluid from suitable control animals; 

c) measuring exogenously supplied fatty acids in one or more comparable 
samples of tissue or bodily flui^ from suitable control animals; and 

d) comparing the fatty acids of b) with the fatty acids of c); 

whereby, lower fatty acids in step b) than in step c) is indicative that the agent is 
2 5 an inhibitor of said protein. 

35 . A method for identifying an agent which is kn inhibitor of a protein, said protein 
being encoded by (i) a nucleic acid encodings fatty acid transport protein 
comprising an amino acid sequence sharing at\least about 95% amino acid 

\\ 
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sequence similarity with the amino acid sequence in SEQ ID NO:49 or by (ii) a 
nucleic acid encoding a fatty acid transport protein comprising an amino acid 
sequence sharing at least about 95% amino acid sequence similarity with the 
amino acid sequence in SEQ ID NO:53, comprising the steps of: 
5 (a) introducinAinto host cells one or more vectors comprising a 

polynucleotide expressing said protein; 

(b) culturing a fir\t aliquot of the host cells with fatty acid substrate of said 
protein and with an agent being tested as an inhibitor of said protein; 

(c) culturing a second aliquot of the host cells with fatty acid substrate of 
1 o said protein; 

(d) measuring, in the fifet and second aliquots, uptake of the fatty acid 
substrate of the! 

wherein less uptake of the fatty acid substrate in the first aliquot compared to the 
second aliquot is indicative that the agent is an inhibitor of said protein. 




15 36. The method of Clakh 35 furthericomprising the steps of: 

a) administering the agent to one or more test animals; 

b) measuring exogenously supplied fatty acids in one or more samples of 
tissue or bodily fluid from suitable control animals; 

c) measuring exogenously supplied fatty acids in one or more comparable 
2 o samples of tissue or bodily flmd from suitable control animals; and 

d) comparing the fatty acids of b) With the fatty acids of c). 

whereby, lower fatty acids in step b) thd^i in step c) is indicative that the agent is 
an inhibitor of said protein. 

37. A method for identifying an agent which brhds to a protein comprising an amino 
2 5 acid sequence of SEQ ID NO: 5 7, comprising the steps of contacting the agent 

with the isolated protein under conditions appropriate for binding of the agent to 
the isolated protein, and detecting a resulting aWnt-protein complex. 
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38. The method bfClai^nl wherein the step of contacting the agent with isolated 
protein is performed in an artificial membrane system. 




39. The method of Qajm 37 wherein the isolated protein is in isolated plasma 
membrane. 



5 40. 



10 



15 



20 



25 



A method for identifying an agent which inhibits interaction between an isolated 
protein comprising ah amino acid sequence of SEQ ID NO:57, and further 
comprising a ligand ofl^said protein, comprising: 

(a) combining: 

(1) said isolated protein; 

(2) the ligand d£said protein; and 

(3) a candidate agknt to be assessed for its ability to inhibit 
interaction between said protein of (1) and the ligand of (2), 
under conditions appropriate for interaction between the said 
protein of (1) and\the ligand of (2); 

(b) determining the extent to Which said protein of (1) and the ligand of (2) 
interact; and 

(c) comparing the extent determined in (b) with the extent to which 
interaction of said protein of (l\ and the ligand of (2) occurs in the 
absence of the candidate agent tAbe assessed and under the same 
conditions appropriate for interaction of said protein of (1) with the 
ligand of (2); 

wherein if the extent to which interaction ofWid protein of (1) and the ligand of 
(2) occurs is less in the presence of the candidate agent than in the absence of the 
candidate agent, the candidate agent is an age^t which inhibits interaction 
between said protein and the ligand of said protein. 



41 . The method of Cl^im 40 wherein (a) is performed in an artificial membrane 
system. 
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42. The method of £lain>46 wherein said isolated protein is in isolated plasma 
membrane. 



10 



43 . A method for identifying an agent which binds to a protein, said protein encoded 
by a polynucleotide comprising a nucleotide sequence which encodes a naturally 
occurring allelic variant of a polypeptide consisting of the amino acid sequence 
of FATP6, wherein said polynucleotide hybridizes to a complement of a 
polynucleotide consisting of SEQ ID NO:56 under high stringency conditions, 
comprising the steps of isolating the protein, contacting the agent with the 
isolated protein under conditions appropriate for binding of the agent to the 
isolated protein, and detecting a resulting agent-protein complex. 



44. The method of Clajjif43 wherein the step of contacting the agent with the 
isolated protein is performed in an artificial membrane system. 

45 . The method of ClaiiryO whereu\ the isolated protein is in isolated plasma 
membrane. 



15 46. 



20 



25 



A method for identifying an agent Which inhibits interaction between (1) an 
isolated protein, said protein encode*} by a polynucleotide comprising a 
nucleotide sequence which encodes aWaturally occurring allelic variant of a 
polypeptide consisting of the amino afcid sequence of FATP6, wherein said 
polynucleotide hybridizes to a complement of a polynucleotide consisting of 
SEQ ID NO:56 under high stringency Conditions, and (2) a ligand of said 
protein, comprising: 
(a) combining: 

(1) said isolated protein; 

(2) the ligand of said protein; knd 

(3) a candidate agent to be assessed for its ability to inhibit 
interaction between said protein of (1) and the ligand of (2), 
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under conditions appropriate for interaction between said protein 
of (1) and the ligand of (2); 
(b) determining the extent to which said protein of (1) and the ligand of (2) 
interact; Mid 

5 (c) comparingVhe extent determined in (b) with the extent to which 

interaction cV said protein of (1) and the ligand of (2) occurs in the 
absence of the\candidate agent to be assessed and under the same 
conditions appropriate for interaction of said protein of (1) with the 
ligand of (2); 

1 o wherein if the extent to which interaction of said protein of (1) and the ligand of 

(2) occurs is less in the presence of the candidate agent than in the absence of the 
candidate agent, the candidate agent is an agent which inhibits interaction 
between said protein and theuigand of said protein. 




47 . The method of Claj«tf46 wherein (a) is performed in an artificial membrane 
15 system. 

48 . The method of Claim46wherein th\ isolated protein is in isolated plasma 
membrane. < 

49. A method for identifying an agent which\binds to a protein encoded by a nucleic 
acid encoding a fatty acid transport protein consisting of an amino acid sequence 

2 0 sharing at least about 95% amino acid sequfence similarity with the amino acid 

sequence in SEQ ID NO:57 comprising the steps of isolating the protein, 
contacting the agent with the isolated protein under conditions appropriate for 
binding of the agent to the isolated protein, ani| detecting a resulting agent- 
protein complex. 

25 50. The method of Clajffi^ wherein the step of contacting the agent with isolated 
protein is performed in an artificial membrane system. 
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51. The method of ( 
membrane. 



49 wherein the isolated protein is in isolated plasma 
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52. A method for identifying an agent which inhibits interaction between an isolated 
protein encoded by a nucleic acid encoding a fatty acid transport protein 
5 comprising an amino acicksequence sharing at least about 90% amino acid 

sequence similarity with thkamino acid sequence in SEQ ED NO:57 and a ligand 
of said protein, said method comprising: 
(a) combining: 

( 1 ) said isolated protei 

1 o (2) the ligand of said pibtein; and 

(3) a candidate agent tolfl^assessed for its ability to inhibit 

interaction between sa\d protein of (1) and the ligand of (2), 
under conditions appropriate for interaction between the said 
protein of (1) and the ligknd of (2); 
1 5 (b) determining the extent to which s^id protein of (1) and the ligand of (2) 

interact; and 

(c) comparing the extent determined inVb) with the extent to which 

interaction of said protein of (1) and the ligand of (2) occurs in the 
absence of the candidate agent to be assessed and under the same 

2 o conditions appropriate for interaction o^ said protein of ( 1 ) with the 

ligand of (2); 

wherein if the extent to which interaction of saidWotein of (1) and the ligand of 
(2) occurs is less in the presence of the candidate agent than in the absence of the 
candidate agent, the candidate agent is an agent which inhibits interaction 
2 5 between said protein and tire ligand of said protein.' 



53. The method of Chjmi 52 wherein (a) is performed in\an artificial membrane 
system. 
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54. The method o\c]^m 52 wherein said isolated protein is in isolated plasma 
membrane. 

55. A method for identifying an agent which is an inhibitor of fatty acid uptake by a 
protein encoded by a\polynucleotide comprising a nucleotide sequence which 

5 encodes a protein consisting of the amino acid sequence in SEQ ID NO:57, 

comprising the steps on 

a) maintaining test ctells expressing said polynucleotide in the presence of a 
fatty acid and an agent to be tested as an inhibitor of fatty acid uptake; 

b) measuring uptake of\the fatty acid in the test cells; and 

1 o c ) comparing uptake of the fatty acid in the test cells with uptake of the 

fatty acid in suitable Uhtibl cells; 
wherein lower uptake of the fatty acid in the test cells compared to uptake of the 
fatty acid in the control cells is indicative that the agent is an inhibitor of fatty 
acid uptake by said protein. 



15 56. An inhibitor of fatty acid uptake identified by the method of Claim 55. 




57. The method of Cla/hi 55 lurther compns 

a) administering the agent to one or more test animals; 

b) measuring exogenously suppliedVatty acids in one or more samples of 
tissue or bodily fluid from said test animals; 

20 c) measuring exogenously supplied fatty acids in one or more comparable 

samples of tissue or bodily fluid from suitable control animals; 
d) comparing the fatty acids of b) withVhe fatty acids of c); 
whereby, lower fatty acids in step b) than in step c) is indicative that the agent is 



25 58. An inhibitor of fatty acid uptake identified by the method of C>im 57. 
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A method for identifying an agent which is an inhibitor of fatty acid uptake by a 
protein, said protein encoded by a polynucleotide comprising a nucleotide 
sequence which encodes a naturally occurring allelic variant of a polypeptide 
consisting of the ammo acid sequence of FATP6, wherein said polynucleotide 
hybridizes to a complement of a polynucleotide consisting of SEQ ID NO:56 
under high stringency conditions, comprising the steps of: 
a) maintaining test Cells expressing said polynucleotide in the presence of a 
fatty acid and an agent to be tested as an inhibitor of fatty acid uptake; 
measuring uptake otthe fatty acid in the test cells; and 
comparing uptake of\the fatty acid in the test cells with uptake of the 
fatty acid in suitable control cells; 
wherein lower uptake of the fatty acid in the test cells compared to uptake of the 
fatty acid in the control cells isfiflcbcative that the agent is an inhibitor of fatty 
acid uptake by said protein. 



b) 
c) 



15 60. An inhibitor of fatty acid uptake identified by the method of Claim 59 




20 



61. The method of Clajifi 59 further comprising the steps of: 

a) administering the agent to one or more test animals; 

measuring exogenously supplied fatty acids in one or more samples of 
tissue or bodily fluid from said test animals; 

measuring exogenously supplied fatty acids in one or more comparable 
samples of tissue or bodily fluid from suitable control animals; 
comparing the fatty acids of b) with the fatty acids of c); 
whereby, lower fatty acids in step b) than m\step c) is indicative that the agent is 
an inhibitor of said protein. 



b) 
c) 
d) 



25 62. 



An inhibitor of fatty acid uptake identified by the method of ClainyOl. 
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63. A method for identifying an agent which is an inhibitor of fatty acid uptake by a 
protein, skd protein being encoded by a nucleic acid encoding a fatty acid 
transport protein comprising an amino acid sequence sharing at least about 95% 
amino acid sequence similarity with the amino acid sequence in SEQ ID NO: 57, 
5 comprising tha steps of: 

a) maintaining test cells expressing said polynucleotide in the presence of a 
fatty acid and an agent to be tested as an inhibitor of fatty acid uptake; 

b) measuringyuptake of the fatty acid in the test cells; and 

c) comparing Vptake of the fatty acid in the test cells with uptake of the 
1 o fatty acid in Mtable control cells; 

wherein lower uptaMbf the fatty acid in the test cells compared to uptake of the 
fatty acid in the control cells is indicative that the agent is an inhibitor of fatty 
acid uptake by said protein. 




64. An inhibitor of fatty acid Uptake identified by the method of ClajHi 63 

15 65 . The method of Cl^n63 further comprising the steps of: 

a) administering the agent to one or more test animals; 

b) measuring exogenouslyWppUed fatty acids in one or more samples of 
tissue or bodily fluid from said test animals; 

c) measuring exogenously supplied fatty acids in one or more comparable 
2 o samples of tissue or bodily Vluid from suitable control animals; 

d) comparing the fatty acids otb) with the fatty acids of c); 

whereby, lower fatty acids in step b) than in step c) is indicative that the agent is 
an inhibitor of said protein. 

66. An inhibitor of fatty acid uptake identified by the method of Cteilfi 65 . 
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67 . A method for identifying an agent which is an inhibitor of a protein encoded by 
a polynucleotide comprising a nucleotide sequence which encodes a protein 
comprising the artiino acid sequence in SEQ ID NO:57, comprising the steps of: 

(a) introducingVnto host cells one or more vectors comprising a 
5 polynucleotide expressing said protein; 

(b) culturing a firsXaliquot of the host cells with fatty acid substrate of said 
protein and with \n agent being tested as an inhibitor of said protein; 

(c) culturing a second\aliquot of the host cells with fatty acid substrate of 
said protein; 

1 o (d) measuring, in the firsVdnd second aliquots, uptake of the fatty acid 

substrate of the host cettsl 
wherein less uptake of the fattyVcid substrate in the first aliquot compared to 
the second aliquot is indicative that the agent is an inhibitor of said protein. 

68. The method of CXzy^l further comprising the steps of: 
15 a ) administering the agent to orile or more test animals; 

b) measuring exogenously supplied fatty acids in one or more samples of 
tissue or bodily fluid from suitable control animals; 

c) measuring exogenously suppliedVatty acids in one or more comparable 
samples of tissue or bodily fluid frbm suitable control animals; and 

20 d) comparing the fatty acids of b) with\ the fatty acids of c); 

whereby, lower fatty acids in step b) than uAstep c) is indicative that the agent is 
an inhibitor of said protein. 

69. A method for identifying an agent which is an inhibitor of a protein, said protein 
being encoded by a polynucleotide comprising V nucleotide sequence which 

2 5 encodes a naturally occurring allelic variant of a\polypeptide consisting of the 

amino acid sequence of FATP6, wherein said polVnu cleotide hybridizes to a 
complement of a polynucleotide consisting of SEQ ID NO:56 under high 
stringency conditions, comprising the steps of: \ 
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(a) introducing into host cells one or more vectors comprising a 
polynucleotide expressing said protein; 

(b) culturind a first aliquot of the host cells with fatty acid substrate of said 
protein and with an agent being tested as an inhibitor of said protein; 

5 (c) culturing a second aliquot of the host cells with fatty acid substrate of 

said protein; 

(d) measuring, to the first and second aliquots, uptake of the fatty acid 

substrate of tne host cells; 
wherein less uptake oftthe fatty acid substrate in the first aliquot compared to 
1 o the second aliquot is indicative that the agent is an inhibitor of said protein. 

70. The method of Clajifr 69 fiarther comprising the steps of: 

a) administering the agint to one or more test animals; 

b) measuring exogenoully supplied fatty acids in one or more samples of 
tissue or bodily fluid from suitable control animals; 

15 c ) measuring exogenously ^supplied fatty acids in one or more comparable 

samples of tissue orbodiW fluid from suitable control animals; and 
d) comparing the fatty acids 6f b) with the fatty acids of c); 
whereby, lower fatty acids in step rty than in step c) is indicative that the agent is 
an inhibitor of said protein. 



2 0 71. A method for identifying an agent whi^h is an inhibitor of a protein, said protein 
being encoded by a nucleic acid encoding a fatty acid transport protein 
comprising an amino acid sequence shakng at least about 95% amino acid 
sequence homology with the amino acid\sequence in SEQ ID NO:57, 
comprising the steps of: \ 
2 5 (a) introducing into host cells one or more vectors comprising a 

polynucleotide expressing said protein; 
(b) culturing a first aliquot of the host cells with fatty acid substrate of said 
protein and with an agent being tested\as an inhibitor of said protein; 
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(c) culturing a second aliquot of the host cells with fatty acid substrate of 
said protein; 

(d) measuring, in the first a\ad second aliquots, uptake of the fatty acid 
substrate of the host cells 

5 wherein less uptake of the fatty ac\d substrate in the first aliquot compared to the 

second aliquot is indicative that theWent is an inhibitor of said protein. 

72. The method of Cl^l 1 further coinftrising the steps of: 

a) administering the agent to onebr more test animals; 

b) measuring exogenously supplied fatty acids in one or more samples of 
1 o tissue or bodily fluid from suitable control animals; 

c) measuring exogenously supplied Mty acids in one or more comparable 
samples of tissue or bodily fluid frim suitable control animals; and 

d) comparing the fatty acids of b) withUhe fatty acids of c). 

whereby, lower fatty acids in step b) than in\step c) is indicative that the agent is 
15 an inhibitor of said protein. 



13. A method for identifying an agent which is an inhibitor of a fatty acid transport 
protein, comprising the stVps of: 

(a) introducing into cells one or more vectors comprising a gene encoding a 
cell surface protein and a nucleic acid encoding the fatty acid transport 

2 0 ^ x protein; 

contacting the host cells With anti-cell surface protein antibody and 
labeled fatty acid substrate of the fatty acid transport protein; 
contacting a first aliquot okthe host cells with an agent being tested as an 
inhibitor of the fatty acid transport protein, while leaving a second 
2 5 aliquot of the host cells unconvicted with the agent; 

(d) identifying, in the first and secfliid aliquots, the host cells expressing the 
cell surface protein by detecting\he anti-cell surface protein antibody 
bound to the host cells; and 
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(e) measuring, in the first andWcond aliquots, uptake of the fatty acid 
substrate of the host cells identified as expressing the cell surface 
protein; 

wherein less uptake of the fatty acidWbstrate in the first aliquot compared to the 
second aliquot is indicative that the ajpnt is an inhibitor of the fatty acid 
transport protein. 



74. The method of Clai; 
gene. 




in the host cells regulably express the FATP4 



75. The method of Claim 73 wherein the host cells are prokaryotes. 
10 76. The method of Claim/>3^hUf5i^ the prokaryotes are E. coli. 




77. The method of Claiin/73 whereify the fatty acid is a radioactively labeled fatty 
acid. 



15 



20 



78. A method for identifying a\ agent which is an inhibitor of FATP4, comprising 
the steps of: 

(a) introducing into cells o\e or more vectors comprising a gene encoding a 
cell surface protein and aVnucleic acid encoding FATP4; 

(b) contacting the host cellsyffith anti-cell surface protein antibody and 
labeled fatty acid substiftetef FATP4; 

(c) contacting a first aliquot of Uie host cells with an agent being tested as an 
inhibitor of FATP4, while le\ving a second aliquot of the host cells 
uncontacted with the agent; 

(d) identifying, in the first and second aliquots, the host cells expressing the 
cell surface protein by detecting\the anti-cell surface protein antibody 
bound to the host cells; and 



WHI9721p3MC2 



-114- 



79. 



10 



(e) measuring, in the first andWond aliquots, uptake of the fatty acid 
substrate of the host cells identified as expressing the cell surface 
protein; 

wherein less uptake of the fatty aci A substrate in the first aliquot compared to the 
second aliquot is indicative that the igent is an inhibitor of FATP4. 




The method of Clai>6 78 further comprising the steps of: 

a) administering the agent to one or more test animals; 

b) measuring exogenouslVsupplied fatty acids in one or more samples of 
tissue or bodily fluid graft suitable control animals; 

c) measuring exogenously supplied fatty acids in one or more comparable 
samples of tissue or bodihX fluid from suitable control animals; and 

d) comparing the fatty acids okb) with the fatty acids of c); 

whereby, lower fatty acids in step b)\han in step c) is indicative that the agent is 
an inhibitor of said protein. 



15 80. 



The method of Clai:m78 whereinW cell surface protein is CD2. 



8 1 . The method of Claim^S wherein tUe fatty acid substrate is BODIPY-labeled. 




